Cocirculation of varying influenza types, strains, and lineages allows coinfection and intra-season sequential infection, although a same-strain sequential infection has not been previously described. This case report describes the first known case of sequential laboratory-confirmed influenza A (H3N2) infections in a child within one season.
| INTRODUC TI ON
Cocirculation of distinct influenza types, subtypes, and strains has allowed for rare coincidental infection with more than one type or subtype of influenza. [1] [2] [3] In addition, consecutive infection with influenza A and B viruses within a single season has been demonstrated. 4 Recurrent within-season influenza A (H1N1) infections have also been reported for two immunocompetent, but high-risk patients. 5 Here, we report a unique case of two sequential, within-season infections with highly similar influenza A (H3N2) viruses in a usually healthy vaccinated child.
| ME THODS
This case was identified within a community-based research study, oc- Beginning in September 2016, families of ORCHARDS subjects were invited to participate in a home transmission substudy, for which nasal swabs are obtained from family members the day of the visit (day 0) and 7 days later, along with a day 7 nasal swab from the ORCHARDS subject. All specimens from household members are tested for influenza using rRT-PCR as above.
Exceptionally for this case study, next-generation genome sequencing was performed at WSLH using the Illumina MiSeq™ platform.
Sequence reads were trimmed using Trimmomatic with a 4-bp sliding window quality score cutoff of Q30. 6 For both samples, we mapped the trimmed sequence reads against a vaccine strain HA reference sequence A/Hong Kong/4801/2014 using Geneious version 11.0.5. 
| C A S E PRE S ENTATI ON

| Episode 1
On January 31, 2018, a usually healthy, 9-year old, non-Hispanic white female was screened for ORCHARDS eligibility ( 
| Episode 2
On March 9, 2018, 37 days after the initial encounter, the subject was again screened due to a new ILI episode. A home visit was conducted 49 hours after symptom onset. Now 10 years old, the subject complained of significant symptoms including fever (measured temperature = 37.6°C after antipyretic), chills, cough, wheezing, nasal 
| Whole-genome sequencing
The subject's initial specimen from each episode, collected on (Site E). 8 Both sequences (first isolate ORCH00001 and second isolate ORCH00002) were submitted to the GenBank ® genetic sequence database and given accession numbers (MK262897 and MK262898, respectively).
| D ISCUSS I ON
This is the first known case of two sequential, within-season infections with influenza A (H3N2). Moreover, this case occurred within an immunocompetent and fully vaccinated child. The period between ILI episodes (37 days), the absence of influenza by PCR at 7-day follow-up of the first episode, the resolution of symptoms, and the development of a new ILI support two distinct episodes of influenza infection.
In the first episode, coinfection with coronavirus HKU1 was documented as well as a high Ct value for influenza A (H3N2) and a falsely negative RIDT. This may imply a relatively low viral load and possible immune interference induced by coinfection with coronavirus. 9 Although the estimated vaccine effectiveness during the 2017-2018 influenza season was low at 17% (95% CI: −14 to 40), the seasonal vaccine may have offered some partial protection. [10] [11] [12] In the second episode, the subject's ILI was more significant, the RIDT was positive, and her initial specimen manifested a much lower Ct value, implying a higher viral load. This occurred despite vaccine receipt and prior infection with the same influenza subtype. The timing of the first episode, relative to the second, was such that neutralizing antibodies should have been present. 
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